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DataSETE2.wiff EI--- Bromocrp_|DA-DBS in plasma_T=1.wiff
[~ [Z] DataSETE3.wiff : ] i | Bromocripting T=60 min 30uM {dil 30x in
G- [Z] DataSETEL wiff
&~ [Z] DataSETE5.wiff
- |Z]| DataSETEEwiff

4 L I

| ok || Cancel |

ST ) Sl I S A A 38 1K) TIC B AN IDA SCPFAH I, AT 24 IDA SCHERE, s
FEARR 2R R A 2 Bos i TIC B ERXFEFI T, AW TIC, WK 5-2 Fis.

AR SCIEX OS ¥4 TOF %%t Explorer
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K| 5-2 TIC

TIC from Bromocrip_IDA-DBS in plasma_T=0.wiff (sample 1) - Bromocriptine T=0 min 30uM (dil3. [ o |[ &[5
BEL+-%2RAhe-laes” 8- BQEEE® =
- @ TIC from Bromocrip_IDA-DBSinplasma_T =0 wiff (sam__Grad Luna C18 (1x100mm) 2 5u_250ulimin 40CS0pghul. T
@ TIC from Bromocrip_IDA-DBS in plasma_T=1.wiff (sampl...in Grad Luna C18 (1x100mm) 2 5u_250ulimin 40C50pgiul.  —

&

9874
0.850 o378
25e7 4 10.345
10,671
5 0e7 55”\ I 11.761
B.TD?I
- i 13,827
E 1527 4 !
1,087
5 0eb

% 17 18 19

4. R Bon > BE AR (TIC) 171 &R XHEHE.,
P WA 1, S24% 1 - TOF MS (100 - 2000), 2R )5 8k e .

| 5-3 Process All Overlays %1% HE
[ Process All Overlays? =

Do you want to "Show TICs" for all overaid data sets or
onhy the active one?

(71 Active Onby

[T Oy show this dialog again f the shift key iz down

| oK | [ cancal |

AL PR B IR LI 2 S AERTAT BN X GAE, AT R A A B i A 2 B A AR P ik
SELL . MBI LARF AN, KRBV T RIBEIE ST EL (FEA .

6. k¥ PN,
e A% T shift S 4 E 3T B0 e ZIRHE, XSO ERIAERAE .
8. Fi i

SCIEX OS % TOF %%l Explorer R
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AR AN EENE TIC 2N E R . GiERRE SV IRR 4 HACH Pl th B w4,
SEAT ] S T A A G i R B (R 6 0B A A I, ERl H 7 ST A
WA AIRZ 7w A 0 LRI . RN, (] T SRRl i ]

TR Ry 7 3CrF > FTOT WIF SCHERIAVE TIC, T BB ORI, e
S R BN i I

9. [EJUR TIC Etg, RJEHT Bon > HIEMHEE (BPC).
10. 7 BPC &Il XSG, %7522 & LAULEL &l 5-4 ThifE, SRJE 3 e
| 5-4 BPC Options % iiitE
BPC Options |
Mass tolerance: 0.1 Da
Ilze limited mass range
Start mass: 500 Da
End mass: 1000 Da
Use limited time range
Start time: 4 min
End time: 2 min
["|iGnly show this dialog again i the shift key is down:
| ok | [ canca |
g £ % PR R & 4 v B KU I R B2 B AR R I TR AR AL 26 1. S TIRIEE 2 E R, 45t
g J5T 8 PR 738 A 2 R O ARG T ATE R E R B Bl ZE I, &R mTAE L IR B S K B [A])
e .
B, AT DO B pE S VO R PR (Flhn, XA TT DURE G R 1 e S BN T
JRIE) I E DR B I [RGB DU A B . RO A T ATE IR S 52 B iR 24y 6562, fa] 5 AR
PR m/z LEASET 500.
M. £ AP SN AN, ORI E I SR 1500, SRJ5 s B0E
HERM TIC AHLL, 7EHT & M+ 7R BPC B fij 5o H B 25 5 X b
AR SCIEX OS %4 TOF %%t Explorer
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K| 5-5 BPC

|BPC from Bromocrip_IDA-DBS in plasma_T=0.wiff (sample 1) - Bromocriptine T=0 min 30uM (dil 30x

BEA+ -%Tzhw-
= i TIC from Bromocrip_|DA-DBS inplasma_T =0.wifl (sample ._ulimn

= = %

o |-C- jeks
L-aQEEEe o

Experiment 1.-TOF MS (100 - 2000) +

12.
13.
14.

15.

40C50pgMl
& TIC from Bromocnip_IDA-DES in plasma_Te1 wiff (sample 1) S0ulimin 40C50pg/ul. Expenment 1, -TOF MS (100 - 20000 —

0,850 .
287 1
£
£
= a7 4 - v
1213 6093 7308 8093
11159 g 5698 12.989
1 2 3 4 5 6 7 8 9% W 1M 12 13 4 15 % 17 18 19
Tume, mran
MEA+-%The- «=24 U ll-02ABE80 =@
= @ BPC from Bromocrip_|DA-DBS inplasma_T =0 wiff (sample .. Experiment 1. - TOF MS (100 - 2000): S00.0- 1000.0 Da +
& BPC from Bromocnip_|0A-DBS in plasma_T=1wil (ssmple 1) . L Expenment 1.-TOF MS (100 - 20000: 5000 - 1000008 —
1.0e5 - N &
509
e <=
§ 60t
P }
B \'r | “ s codm 67 g
2&; B4 j ba3 ;' €73 127 257 As
¢ R IR R AR - ; e o - 5 i
4 7 7 157
Tieree, rrin =

5T =0 (IS AL, 72 1 NN REATRLTAFIANE ORLE) . eI
BT (6.00 5760 AI—FORSSRY. B = GG FHIET T=1 fk
i, fHRA U T = 0 FAh . TR RE A=

ke BPC WlREAEH A, (H2E N SRR E TR (FEEE B EIEHE N .
AN ANFLUE N B AT REA 2 TR R, Bt LI R AR BB A 2 T8 (14 22 St 7 24 Y 3L
b TR

R, TIC S #5
#£ BPC W) 6.09 73 # Ak Xk .

£ P BnECR 4 X HE b e % BT &0, AR5 B0

IXHE AT R A BN -

TEFRE A, SR G4, DU m/z the)h 652 BRI . 1551 K
5-6.

JRE B TSR BRI BN, IR S . XA, RUIE T =1
hr FEA Cir2its) FRgssE/N T T =0 FEA.

FEEE BRI E PER AR, BULEREEAOME, XRBEDvE T BRM o5, 1
DR A Bl vl L A R I B V1R

SCIEX OS % TOF %%l Explorer
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Kl 5-6 m/z LL4)0y 652 N I [RI A s AR

Spectrum from Bromocrip IDA-DBS in plasma. T=0.wilf Bromocriptine T=0 min 30uM (di

GEAs - %zhe- «am il -gQABE0E® &=
- @ BPC from Bromocrip_IDA-DBS inplasma_T =0 wiff (sample _ Experiment 1. -TOF MS (100 - 2000): 500.0- 10000 Da +
&

@ EFC from Bromocrip_IDA-DBS in plasma_T=1.wi# (samgle 1) . L. Expenment 1. -TOF MS (100 - 2000): 500.0 - 1000.0 0a
1.0e5 4

o
B Ded 4
&  60ed
LTS l
' ! 660 167
20e4 \ 280
74 643 ET9 - 53
0 0edM D —— i3l -:J!- pANR A T ?l ..... A
Time, min
AELle - %he- «an i GIQAEEE® =
= @ Spectrum from BEromocnip_IDA-DBS inplasma_T =0 wiff (sa_jul . Expeniment 1, -TOF MS (100 - 2000) from 6.053 mn +
@ Spectrum from Bromecnip_IDA-DES in plasma_T=1 wiff (samp._g'ul. Expenment 1.-TOF MS (100 - 2000) from 6098 min = —
1.0e5
s %654 2180 (1) &
i 5 0ed
;!: 653.2220(1) 655.2206 (1)
6562223 (1)
0. . . . i . i -
. = = o 655 656 657
%—

16. ORI G, FRRFUEN RS CiicXd) LB,
17, ZEhAE N SR K HHEZ) 22908 5.8 70 Bloxt B i

B R R R R B COLE U A RN L B B 1 R (K
W, AT AR LI P O O SRR T S o BRI R B

XFF B 5-8, tRicHTA B BbR ik eREs .

HRE SCIEX OS %} TOF %%i(t] Explorer
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K 5-7 BPC FlJii i

BEAL+ - %sihe- «a4 il - BQBEEE® =
— @ BPC from Bromocrip_IDA-DBS inplasma_T =0 wiff (sample . Experment 1. -TOF MS (100 - 2000): 500.0- mn.+
&

@ EPC from Bromocrip_I0A-DES in plasma_Ta1 wiff (sample 1) L. Expeniment 1, -TOF MS (100 - 2000): 500.0 - 10000 Oa
1,065 -
1609
8.0e4 -
§F  60ets
A { 26
3
2004 - J 790
74 1 187
0.0e0" — maces E" \ N"\ .'f __ I . N
45 50 55 B 75
Tmu_m

BEL+ - s he- a2 GQAEEE®

o=
-.mhm:ﬂﬂlﬁm“m T-ﬁ wiff (sa._ul . Expeniment 1, -TOF MS (100 - 2000) from 5826 mn +
& Spectrum from Bromocnp_|DA-DES in plasma_T=1wf (samp.. g/ul. Expeniment 1. -TOF MS (100 - 2000) from 58X min = —

&

1

SCIEX OS % TOF %%l Explorer AR
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| 5-8 BPC Ffljiiii#, N 7 Label All Overlaid Traces 1t

Crect Bromocno IE mm ] g, - B i - L
SE Lt %he cmm .l BQADOE® @

— @ BPC from Bromocnip_|DA-DBS inplasma_T=0.wafl (sample .. Expanment 1, -TOF MS (100 - 2000): 500.0- 1000.0 Da +
@ EPC from Bromocrnip_|DA-DES in plasma_Te1wifl (sample 1) L Expenment 1, -TOF M5 (100 - 2000): 5000 - 1000002 =—

1.065 4
609 &
B.0ws 4
§  6led
E
E 404
650 767
2 Ded 1 790
| 513 579 s 7
0.0 — —ai ol }[ pANR A IE E?I N
45 50 ER &0 -55 Tl:l ?5
Time, min
Tthalt - s[Hlhe- «arm i gAEDE® =
= Epmunin-&mnp IMDBS:-,I--. T=0.wiff (=a_jul, Experiment 1, -TOF MS (100 - 2000) from 5.826 min +
Spectrum from Bromocnip_IDA-DES in plasma_Te1.wff (samp._ghul. Expenment 1, -TOF MS (100 - 2000) from 5830 min = =—
&
‘*asazmm wT0.2142(1)
§
E F )
E 10000 669.2177 (1) 671.2158(1)

672 21lﬁ n
664 65 686 667 558 563 670 671 672 673
Mass/Charge. Da

T =0 FEAHBA IX L,
18. ELMAERTIE T A & 1.

EAEPAN CL B B REA

LML ERREARRS, & O RERARRIREL, XS ARG e 5 IR A ORI R .
WA EA AT R, BRI R RA Z AR EE .

A5 e ASE R PR S £ R 1 7NN AS [R) B8040 4 10 2% 5 3 1 2 T o

1. Bl X > T2 AR

2. ¥ DataSet61.wiff & DataSet66.wiff SC1f, SRJGKENIREshE ke M.

HRE SCIEX OS %} TOF %%:t] Explorer
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Kl 5-9 i€ I Z A FEA
Source: | D:\SCIEX OS Data\Example Project\Data v | | Browse.. |
Available Selected
=1 Sample Data =1 Sample Data

- (H] Bromocrip_IDA-DBS slone_T=1.wiff & () DataSETE1 wif

@)-|£] Bromocrip_IDA-DBS in plasma_T=0.wiff . ey ImpSTDS

El Bromocrip_|DA-DBS in plasma_T=1.wiff = = [Z] DataSETH2 wiff

El =| RP_digests.wiff t. iy mpSTDER

- [Z] RP_intact wif - [£] DataSETEI.wif

- Ty mpSTD7

E & [£] DataSETE4.wiff

Ll ImpSTD 8

=-[Z] DataSETES wiff

i mpSTDS

& (6] DataSETE6 wiff

b i Imp STD 10

| oKk || Cance

3. Wi .
4. Wi SR > BB TEIEE (TIC).
5. M HEFESIIG NHEAE kR IR, S0 1.

SCIEX OS % TOF %%l Explorer AR
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] 5-10 Select Experiment X7 ifE

Select Experiment
Period 1
Period 1, Experimert 2 +TOF MS™2 {100 - 1000)
Period 1, Experiment 3 +TOF M52 (100 - 1000)
Period 1. Experiment 4 +TOF MS™2 {100 - 1000)
Period 1. Experiment 5 +TOF MS™2 {100 - 1000)
Period 1. Experiment 6 +TOF MS™2 {100 - 1000)
Period 1. Experiment 7 +TOF MS™2 {100 - 1000)
Period 1. Experimert 8 +TOF MS™2 {100 - 1000)
Period 1. Experimert §  +TOF MS™2 {100 - 1000)
Period 1, Experimert 10 +TOF MS™2 {100 - 1000)
Period 1, Experiment 11 +TOF M52 (100 - 1000)

Ok || Cancel

6. F HiE.

7. £ SCEPTA BN MATRET, P BnEdEE, RE R dE. BT EoR 7R
FEAE) TIC B EZ .

e SCIEX OS % TOF %%:l#] Explorer
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] 5-11 DataSet61.wiff 2 DataSet66.wiff 5255 1 [f1& N TIC

[TIC from DataSETE1.wiff (sample 1) - Imp STD 5, Experiment 1, + TOF MS (10... e
File Edit Show Graph Process BioToolKit Window Help p - 8 X

~ - RN Y =k==) -
TIC from DataSETE!.wif (sampl..ciment 1, +TOF MS (100 - 1000) |

GRA - SRho- -l il - GRIBEE® =
— @ TIC from DataSET 61 wiff (sample1) - Imp STD 5. Experiment 1. +TOF MS (100 - 1200) +
&

@ TIC from DataSETE2 wiff (sample 1) - Imp STD &, Experiment 1, +TOF MS (100 - 1000)
@ TIC from DataSETE3 . wiff (sample 1) - Imp STD 7. Experiment 1, «TOF MS (100 - 1000)
 TIC from DataSETEL wiff (sample 1) - Imp STD B, Experiment 1, +TOF MS (100 - 1000)
@ TIC from DataSETES. wiff (sample 1) - Imp STD 3, Expeniment 1, +TOF MS (100 - 1000)
O TIC from DataSETEE wiff (sample 1) - Imp STD 10, Expeniment 1. +TOF MS (100 - 1000)

Aek -

Tak -

[niensity

Time, min

1 5E IR AR DA A 7 7 o By I AN A2 M P P b R il B 1) — AT, DUEEONAE
EIRMEE 2 A0

8. Hily Box > MFONINERBINEL, IRJEAEA R B T i B ], B B min%
0.5, FK{H % 100,

SRt RS AR R AN AT L, SR A B, ARJE IR R AR B A o
9. ik ERRAES, MR B i A AR AR,

SCIEX OS % TOF %%l Explorer AR
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K 5-12 # X ik

-FI|E Edit Show Graph Process Bio ToclKit  Window  Help | .8 %
B@Ee~~BAEDE®
drex gADCE® |

Heat Map Chromatogram
Imp STD 10

Imp STD 9
Imp STD 8
Imp STD 7
Imp STD 6

Imp STD B

1 2 3 4 & & 7 g 9

Time, min

rodalm  <mn Priace max  »max

min % Ll
T od ) o I e

FEASFEAHR AR 9 BEREAT P 4 65 06 7] o 3L TIC BBk 26 R . iRYE ik e
%, HORIRAR R PR N S R N TR R OGRIZ 0.5% M, RS
0.5%, ZAORREREERFT-

ZEHER6-7 N (45-6.57080) , BRT 6.5 7 BfAbiige s A, HoARIE i i 175 50
FEZE S

e (Y Py S A AR AR AR AR ), (H AT REAS R i BRAR Y o AR BRI TR, XM IBUY & E & 1Y o

10. AP AHZEHR, RIFHd BoriEARR. mb], FEARRAEREA M. H7% Ll E T HE dh%
Bts (BT a4 B AT TR B TR R R, DU R B s B R Ak T 7

HFE SCIEX OS %} TOF %%it] Explorer
RUO-IDV-05-15739-ZH-A 711107
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K 5-13 HA B il AR A S 3R

ttor Heat Wap Chromatogram
- g |

File Edt Show Graph Process BioToolKit Window  Help - 5 X

BE e GQAQEEE® |
il ex I DQEHEE® -
Heat Map Ch ram
Imp STD 10
Imp STD 9
Imp STD 8
Imp STD 7
Imp STO &
Imp STD S
1 2 3 4 b 6 7 8 9
Time, min
modata < min min % miin max max % Bl
T os [ oo O e
HEE QEEE® =
Index Display Name Sample Name Sample ID Sample
3 Imp TD 10 imp 5TD 10 DiatSETEE wiff (sample 1)
5 Imp STD 9 Imp STD S DataSETES. wiff (sample 1)
4 Imp STD 8 Imp STD & DataSETES wiff (sample 1)
3 Imp STD 7 ImpSTD 7 DataSETE3 wiff (sample 1)
2 Imp STDE Imp STD & DataSETE2 wiff (sample 1)
1 Imp STD 5 Imp STD 5 DataSETET waff (sample 1)

RIEHSEFEAMRAF AT s aPR S gk, HHAMS 5. Fra 54
AT SRR -

1. 76 5.5 7380 A A1 Imp STD 10 kAT 8, SR 5 76 H A 3wt
—ANHT R R AR A R, e EE R R R AE X b B

SCIEX OS % TOF %%l Explorer HAE
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Kl 5-14 # & ik

[Hestap chomatogeet —— [olo e |

File Edit Show  Graph Process Bio TeolKit Window  Help - g X
E@Ee= §QAERS® "
RN V==L =
Heat Map Chromatogram
ImpSTD 10
ImpSTDS
Imp STD 8
Imp STD 7
ImpSTD 6
Imp STD B
1 2 3 4 5 [ 7 g 9
Time, min
no data < min i mEX maEx T Fmax
T e o ) e
e WA EEBEE i
Heat Map Spectrum from 5.402 to 5667 min
mpsTo 10 { | /1] IMHI ’M “ |
IrnpSTDH-” ‘
ImpSTD 8 -
mpsTD7 4/ || H
ImpSTDE 4
Imp STD5 - | |
200 300 400 500 600 700 800 900
Mass/Charge, Da
nodata < min min T max max ¥ Fmax
T o e oo e

WG E T #E, BILNERE (T m/z 400 F1 m/z 460 2 1)) 238 Rl Ak It 7] [X 358, N
Eifgﬁmﬁ’ﬁl

12. i&4% Imp STD 10 F£4 ] Mass/Charge Da {54 401 4 ()i s, S35 45 %
W EFEA I
IXFERI AT A I E AR A B R o s I TR S B - 1§ 2 18] 5-15.

13. XA % R Mass/Charge Da iy 401 B i, PAAER—ANHAE XIC.

HRE SCIEX OS %} TOF %%:i(t] Explorer
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K 5-15 Ji i

File Edit Show  Graph  Process  Bio TeolKit  Window  Help

EBEe=m i QAEEE "

e % W @QAEEE® =

Heat Map Chromatogram

T
Imp STD 5

1 2 3 4 5 & 7 8 9
Time, min

no data < Imin min % max max % Fmax

| | 05 --muu | e
ﬁt“ylfﬁlﬁggﬁﬁ -

m from 5.402 to
Ml ”” HH ’ I

I ||
200 200 900
I"J'Iass.l'Charge. Da

Imp5TD 5

no data < min min %

min maEx max T Fmax
T os o | s

Wik s % he = WDQAEEE® =
Spectrum from DataSETEE. wiff (sample 1) - Imp STD ..nt 1, +TOF MS (100 - 1000) from 5.401 to 5.667 min +
401.2652 -
2 1000 267.1745 | 2801855 415-15!?3222 &
E 173,132 1991483 | ez ( | 160,325
PN T o L |
200 300 400 500 600
Mass/Charge, Da
ARATHXS T RS AT T 118
o EHBRANTTHRZ M EAR TR,
o BN A BRI BRSSP
o FHERLEIX 2 AFEA
SCIEX OS % TOF %%l Explorer AR
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fd i Bio Tool Kit I 6

ARATXHE AT P ) Bio Tool Kit i HLIil K i) — L8 ]l idEAT 1 ik .

ke AT Bio Tool Kit MicroApp LhAEA REAE XA ThAE. WUE 5E AT, W AIEIURA
Peptide Fragments. Add Manual Reconstruct Highlights #1 Remove Manual Reconstruct
Highlights. &2 il & AT Ui B S 80 Bio Tool Kit MicroApp Die”.

FEhH

R Z TR VAL R R EREA ) MSIMS i i H 34T 3R .

1. Bl ETAEAEAE TR B,
WEFREAR XHEAEST T

2. WA REAREE SO R E, MR W IR SRR FEAREE STk
3. i%&¥* RP_digests.wiff SC1F, X5 #id i .

FT7F IDA FEAR SPIEHEST T .

6-1 Open IDA Sample X ifHE

Open IDA Sample @

How do you want to open this DA sample?

@) : With the DA BExplorer :
) As astandard TIC

[] Only show this dialog again if the shift key is down

| ok | [ canca |

4. WafRiksE £ 7] IDA Explorer 17, #RJqEdr #iE .

AR SCIEX OS ¥4 TOF %%t Explorer
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| 6-2 K 1 RP_digests.wiff (1)) i

-
[IDA Viewer for RP_digests.wiff (sample 1]]

File Edit Show Graph  Process

Bio Tool Kit
F@E e DQAEEE

Window  Help

| Table

+ Filtering Controls

Time versus Precursor ...rge for IDA Dependents

1200 | 11095314310
100 4
1000 -
S00 4
800 -
700 -
&00 -
50D 4

Mass!Charge, Da

EE- AL BABEE “'j‘

1182 spectra visible

A S TR VA R R S

Spectrum from RP_digest... - 2000) from 2 281 min +
Precursor: 551.8 Da, CE: 30.0 —
300 4 h &
B51.7826
250 4
200 +
%‘ 552 2841
g 150
100 -
515.7829
50 L 8524130
0

500 1000 1500
Mass/Charge, Da

5. i Table #3%5.
6. IEFE B 12.73 &1 m/z 471.2398.

7. Spectrum WIS, i BE > SHEE.
0} TS SE T4 (471.2) 1387 Spectrum & #5247 7F. IDA Explorer %tk & HoAH %

Spectrum %A% AT I .

SCIEX OS % TOF %%l Explorer
76/107

EIgis

RUO-IDV-05-15739-ZH-A



1§ /| Bio Tool Kit Jjfig

Kl 6-3 TREGET ] 12.73 FIRTIA N 471.2398 B (195 1%

[Spectrum from RP_digests.wiff (sample 1) - SampleD01, Experiment 3, + TOF MS... = [ =] 52
File Edt Show Graph Process BioToolKit Window  Help = &=

E@erABQAEOE®

GRAs %o ol FAEEE®

4=
Spectrum from RP_digests.wiff (sample 1) - SampleQ01, Expenment 3, +TOF M52 (80 - 2000) from 12.735 min +
&

Precursor: 471.2 Da, CE: 30.0

A
3000 [%120.0801 4712408
2500 4
84 0437 7417
2000 | /d?1..=atl.f
g | 136.0750 738,3833
B ] 129,101
£ W0 oz 534 2920
187.0710 i
1000
7392857
500 V' 761.2824

[[\na.mas

200 400 500 800 1000 1200 1400 1600 1200
Mass/Charge, Da

8. I&FEARICH 738.3833 .

9. ¥ Bio Tool Kit > F3/j/£%.
FF AR TR S UEHEFT I

HRE SCIEX OS %} TOF %%it] Explorer
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& 6-4 Sequence Options % ifHE

Sequence Options

COptions |Help |

==

Match tolerance:  0.050 Da lgnore isotopes and check charge state

Amino Acid

=
(1]
1]

Owerride Name

-~

CICAM]

m

(]
s
3

I'L

=&/ || @|Mmm 3

IHEEEEEEEEEEEEEE

[] Oy show this dislog again f the shift key iz down

[

oK

| |

Cancel

TERE: ik $% Ignore isotopes A & FAAPIR A RIEHESE, AERAFIRIBGE TR KR IR N i
A2 25 R TR ZR AN GRS A IR B U

10. iy W€ .
QI 751 X IEREST T

SCIEX
78/107

OS % ff TOF #%if Explorer

EIgis
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| 6-5 Create Sequence X} ifiHE

-

5

Create Sequence

Create Sequence for Peptide Fragmerts Pane)
@ Assume y-series

() Assume b-series

Precursor m/z: 4712308

Precursor charge: 2

Fragment charge: 1

[] Only show this dialog again if the shift key is down

| ok | | Canedl |

VERE: SR —XHEHE,  F7 AR SO EAT T ahHE Y Ja S X y- A1 b- R BB RR i
HHEE I BB —MEE SRR R AT &

M. #iRILET QIEFFS] (TR BUAH ) R,

12. £ BEE 76T TR 2.

13. #£ Fragment charge Bt f i A\ T HEFP I B B 326 7 W6 (1 LA

14, 3k .
P 75 ) R TS G Spectrum B FIAEHS R K0 A AR B E R4
SRR A (0, P2k

N

AR SCIEX OS %4 TOF %%t Explorer
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K 6-6 T-shHE (151 — S WA AT BETS 0L

P

[Spectrumn from RP_digests.wiff (sample 1) - Sample001, Experiment 3, + TOF ... =N o~
File Edit Shew Graph Process BioToolKit Window  Help - 8 X

@ e TQ

@A s % Ae - e AT E e &=
Spectrum from RP_digests wiff (sample 1) - Sample001, Experiment 3, +TOF MS™2 (20 - 2000) from 12.735 min +
Precursor: 471.2 Dz, CE: 30.0 -

&

[
800 Y £91.2142 IiL
700 MIi]
600
g
E 400 4 575.3136 6033152
00 592,224 625.2984
200
*
UL
0 .l. il.l.]hi._l...h.l JL._Jnl_._.ILLL J.' llJJ.l .lLIIl i I. ll

575 K80 585 530 595 600 605 610 615 620 625

Mass/Charge, Da

15, Xy Bt — P HE P IR 200 3 EL2K (1 bl o
BAFEER, SRR BN e BT R R .

16. HEWIR 15, HERIA AT REM AR Y e ik,

SCIEX
80/107

OS #f TOF Z 4/ Explorer AR
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Kl 6-7 F3h 7 15
[Spectrum from RP_digests.wiff (sample 1) - Sample001, Experiment 3, + TOF ... o | = 2|
File Edit Shew Graph Process Bie ToolKit Window  Help - 8 X
RN LY=l=1=]
Qi hr-%heo- asm i G Es =
Spectrum from RP_digests wiff (sample 1) - Sample001, Experiment 3, +TOF MS™2 (20 - 2000) from 12.735 min +
Precursor: 471.2 Dz, CE: 30.0 -
s &
3000 i3 Y E L G F
T 120.0201 i
2800 |
471.7417
2000 - B
%‘ 136.0750 738.3833
= |
g 1500 187.0710
- /135-[3?; 433724 §34.2320
1000 1 5913148
575.3136 738,3857
500 6033152 || 778.4089
AL | ( .
200 300 400 500 &00 700 &00
Mass/Charge, Da
ARt 72 B 6-7 v, MU Ty Rdidsdl: F>G>1IL>E>Y.
SR WA — LU BRI AT REE SLE U, T B AR — 2 AN R T R T WL 4y 3

I, ATAER [ 2 EAL R R AR, AR R A B AR A R 2E

FahfERr, 5K A HE

1. i Bio Tool Kit > Jik /B¢
IR B G DT, 905 FahHT A IE £

Hire
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K 6-8 ik Fr B Bk, 5T AT I FUE AT ISR

File

[Peptide Fragments]
Edit

F@E e~ D QAEEE®

Show  Graph

Process

Bio Tool Kit

Windew  Help

@re %ithe ="l GQEE=E® %9
Spectrum from RP_digests wiff (sample 1) - Sample001, Experiment 3. +TOF M52 (20 - 2000) from 12.735 min +
Precursor: 471.2 Da, CE: 30.0 —_—
&
Y E ’ 1L G F
2500 4
> 20007 lhyagomso “*
2] | - -
5 187.0710
= 186.0869 .
Y| -
\ l 7313 | 709.3887
1 vi- bs
"Jl_ . .LL L I-ll]m.LL Ll oyl
200 300 400 500 &00 700 800
Masz/Charge, Da
Relr TABE =0 ﬁ
Precursor charge: 2 Target fragment chame: 1
Sequence: [204.0991)-FGIEY-[127.0861]
Theoretical precursor m/z: 471.2398
Symbol Res Mass #(N) 3 b b-17 ¥ y-17 s [C].
pIF 14706841 (1 32317205 | 351.16697 | 33414042 | FISIBI07 | T21.35452 |5
G 702148 |2 380.159351 | 408.18843 | 39116188 | 591.31265 | 57428610 | 4
I 11308406 |3 43327758 | 52127245 | 50424594 | 534 29119 | 51726464 |3
E 12804258 | 4 622,32017 | 650.31509 | 633.28354 | 421.20712 | 404.18057 |2
Y 16306333 |5 78538350 | 81337842 | 75635187 | 292.16453 | 275.13798 |1
J 4 m F

TERE: DLHC S B0 5 R AL RR A R IR I8 LAL iR 7 R . VLR SE B (H 21
AN E RSB R LT IR R AR AR 3R IR TR (K81 P AL e A 7 SR

¥ B3R IR .
i s > RETH A
4. 707 AR E IR

SCIEX OS % TOF #%i[f] Explorer
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K 6-9 it S — AAEMENE LI

[Peptide Fragments] =N o =
IN File Edit Show Graph Process BioToolKit Window Help - 8 X
FB@ e TQ = &
@rLe -%iie « SHGELFAEEES -~
Spectrum from RP_digest .. 2000) from 12.735 min
Precursor: 471.2 Da, CE: 20.0 — | Precursor charge: 2 Target fragment charg
& Sequence: [204.05951}-FGIEY-[127.0861]
Tahle | List Thearetical precursar my/z: 4712398
» MName  Charge Mass/Charg’ Error Se »
B yalby |1 114.09134 | o=
£ yalby |2 122.07061 IE
yzlby |1 130.04387 E
yi-17 | 2 138.07263 Y
¥ 2 14658550 Y
200 400 00 200 J‘i.r.lh. 2 1“1N'||'§21'3'.|!. | ﬁlllf
Masz/Charge, Da
il KoY =l=I=E: ﬁ
Uit Conversion | Custom Elements | AA Mo-ﬁicdimﬂ
Mazs Fmpﬂlhfl AA Property |Massﬁm.|mc:jr | Izotopic Distrbution [ Blemental Composition I Hypemass |
AA sequence: [204.0891}-FGIEY{127.0861]
Charge state: 2 [¥] "H+' charge agent (else electron)
Composiion: {204.0851} C31H33NS08 {127.0861} H24
Charged monoisotopic mass: 942 47562
Monoisotopic m/z: 471.23581
(Charged average mass: 942 380

TR BRUEOL N, BRI SR B R E T T E RIS . S i & SRR R A
E BRI B .

5. Spectrum HH& GG, Hd Bio Tool Kit > ¥ & F56) & 2%
B SHTEHEFT HF
R SCIEX OS % TOF %%l Explorer
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Kl 6-10 /351 Xl HE

5

Create Sequence

Create Sequence for Peptide Fragmerts Pane)
() Assume y-series

@ Assume b-series

Precursor m/z: 471 2358

Precursor charge: 2

Fragment charge: 1

| ok | | Cancel

TR AGE R B 51 X AE:

o WfRGET GUEFP CHT IR BUERS ) HIEHE.
EFE BUE b &5 LT,

o fE BEET miz TEUP O 471.2398.

£ BRE TS TP 2,

£ BER LT T BUOF A 1.

il #E .

Ik Bx & Mass Calculators B A& 15 FH 55557 /5 1 5 4 28008 AT IB 3

ITIF O B B R IETR

SCIEX OS % TOF %%l Explorer
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K 6-11 BlgT e i) ko BE @t%, 5 F oy sk A e s

LN File Edt Show Graph Process BioToolKt  Window Help -

F@g =~~~ 0QEBEE®

BEL % hu-ﬁ_-tr*:dfa"“é‘i BAEE=Ew ":
grD:::;ﬁK.;EE_:?eE:uxlgl-Z:ﬁ'l from 12 735 men M (1 |} T aaet el |
000 v E " £ & | sequerce 231 TYEGF202 0835
2508 ! Tabis | Lint Thecratical precursor m/'z: 471 2358
= 2000 Symbol Res. Mass 2 (N) B b b 17 ¥ ¥-17
: - p|Y [1E306333 |1 26416957 | 292.76448 | 27513730 | 81337847 | 7635192
£ E [120042%8 [2 [ 33.21216 |421.20007 | 40418052 | 650.31504 | 632232850
1000 |1 | 11308406 |3 | 50675622 | 5342911 | 51726458 | 52127254 | 50434508
500 |G _|5702146 |4 |56331763 | 591.31260 | 57420605 | 408.16848 | 391.16793
Fow7oesen [5 | 77030600 | 7383800 | 7213547 | 35006702 | 31414047
00 400 60 &0 U
Mass/Chaige Da
Cill ReY=l=i=) &=
Miass Propedy | AA Propety | Mass Accuracy | Isctopic Distrbution | Bkemental Compostion | Hypermass | Lint Conwersion | Custom Bements | A% Modfications i
A5 saperce. [129. 101 THYEIGF {202 0238) [ Cocuse |
Charge stafe 2 | T+ charge agert fsise shectron)
Compostion {129.1017) CITHIINS0E (202 0835) H2+
Charged monoisolops: mass: 342 47962
Mengisolopic m/'z 47123981
(harged average mans. W2 23
9. fE %K EWEAL TIESPRER, il Bio Tool Kit > 5k T3 G 51
HERT FahHE P ARid.
Add and Remove Manual Reconstruct
Highlights
W AT EE R W WoR S, R E BB m/z (B AL AV IR R .
BAA 245 0 25 A 22 HELAT 10 IR 5 D P R R Ve A 70 AR R RS 0 P L T, i REIE R A
L BRI E R B I L ERARIC .
SR HBEIR L TR B R A m/z E, AR e s = — A E .
FEORY HTAR T A T B2 B B AR AR T, BUMEARIC A TR IR . IS ShiR i Bor m/z
1j§0
1. Bl E TR STREA B,
AR XHEHEST IF
2. WUR FEAHEE SO, Ly PN O SRR BRI SOk
£t RP_Intact.wiff SCf, 23/ #iE .
Hke SCIEX OS #f+ TOF %%/ Explorer
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K| 6-12 3k 1 RP_Intact.wiff {4 TIC

. .

[TIC from RP_Intact.wiff (sample 1) - Sample001, +TOF MS (500 - 2500)] k]
File Edit Show Graph Process BieToclKit Window Help - 8 X
e QAR E S
BEAt-%2ho- el - GFQAEEE® =9
TIC from RP_Intact wiff (sample 1) - SampleD01, +TOF MS (500 - 2500) +
93 &
1.0e7 -
8.0e5 -
2
E §.0e5 - 14.70
E 1281 1427 !
4,066 1205 :
12_491
2.0e5 11,50 1196

—

Time, min

1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18 19

4. RN EAGIETTTIXE (5.91 %2 6.00 780 AlE— P,

SCIEX OS % TOF %%l Explorer

Egis
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Kl 6-13 V-1 ik

[Spectrum from RP_Intact.wiff (sample 1) - Sample001, + TOF MS (500 - 2500) ... =N o =
File Edit Shew Graph Process BioToolKit Window Help - 8 X
FE e BQAEEE®
@Eds - %bhe - aam iUl FUAEEE® =
TIC from RP_Intact wiff (sample 1) - Sample001, +<TOF MS (500 - 2500) +
1.0e7 \3_93 &
g
g2 50
D. T | T T T T —r T T T T
54 55 58 &0 62 €4 EE B2 70D 72 74 T& 78
Time, min
REL2-%rho- e TIQEEE |4
Spectrum from RP_Intactwiff (sample 1) - Sample001, +TOF MS (500 - 2500) from 5910 to 5956 min +
303.2421\ ~, 3427247 —_
7000 1738.0050_ 293.1612 &
6000 | 7379184 -
5000 3 842 7805
£ 2000 “1060.4282
s 1211.8271
= 3000 14135787 1541.9939
2000 4 15417204
mml?_l 1695.8%05
2 L
600 800 1000 1200 1400 1600 1800 2000 2200 2400
Mass/Charge, Da
5. Spectrum &b TiEBIRAR, #if Bio Tool Kit > 7 i1 T2h #H &# R iR
WINF N EERE TR 2 B STEHEFT I
e SCIEX OS % TOF % %;#] Explorer
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K 6-14 A5 InF-sh H A s 2

Add Manual Reconstruct Highlights to Graph @

@ Mass, Formula or Sequence

Walue: |

Manoisotopic mass (when formula or sequence used)

() Mass / Charge and Charge

Charge agent: -

oK | [ cancsl

6. £ {H FTEPH#A 16950,

7. IEFEHE MDY G, SRS R BE .
B RIHT e & oo

K 6-15 7 A T T s

REL e - % rhoe- o= DREEE®E
Spectrum from BP_Intact wiff (sample 1) - Samplel01, +TOF MS (500 - 2500) fram 5.910 to 5996 min
HERPRIRRATIARI 131 F16:15 414 +13 #12 +11 +10 +5 =8 +7
7000 4 738.0050 S
co00 1 7379184 942 7247
il 998.1194
= 5000
T 4000 10604382
g 1211.9271
= 3000 - 14135727 15415939
2000 4 1541.7204
1000 16558305
II | T T T T T L T = T T
&00 ] 1000 1200 1400 1600 1800 2000 2200 2400
Mass/Charge, Da
8. Hifi Bio Tool Kit > & Fah B @R Eox DLEERird.
CSEE =N 3
THAEE H
T IX AN IR TR ECR B T P &0 e E B R E 0 SCRAS B 73 A 7= A B0 K 71 A4S
IS8
T HA
N —
EH TEEANERR, %72,
SCIEX OS % TOF %%l Explorer HiE

88/107 RUO-IDV-05-15739-ZH-A

0 | + §



1% F Bio Tool Kit I)jf

* 6-1 THEKR
Elbr | afR CLRER
v RS E O

Pz

| A O RS A
P

VR T Z T AP RERE NSRRI (M Deletes this pane Bt HiG) , &S
Generic Pane Toolbar.

P B RN e
WL ZEIEHR FF OFF)D FBO B ORI RO Bt

1. By SR A i .
AR RSO X AEHEST T

] 6-16 Find and Replace Text X}if#E

Find and Replace Text @

Find: |

Replace:

| ok | | canca |

2. 1F Bk TRPRAEERIER.
£ B TBPEAE MINE R

L HiE .
FHFH P R B4 80 SAS 5 R o B A SO

R 34 52 3 Fe A RS AR
I ORI NG FAERN F9) S BRSO B O RS 1.
1. BERE IR,

2. i BERE MO HARON RS TR R
BRAFRT RS (R SCA 2 4N 5 (AR TR SCAS P 28

BHFSI
SE I BN B P8 BRSO

S

AR SCIEX OS %4 TOF %%t Explorer
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1. Bl RS KR,
BAR SR RAEHEST T

K 6-17 A 4K SCARNTiEAE

Find: | |

f£ B TEROIPRAE S E R

il HiE
BT R H R IR SOA

B HE A AL

1. 5 Bio Tool Kit > it
R 2R A BT T

6-18 Protein Pane - Protein & Peptides 11

File Edit Show Graph Process BioToolKit Window Help - 5 X
FE==~ IQAEEE®

LR DQEEE®m .
Proten & Pegtides | Variable Modéications |
Enzyme: | Topsin | Max. mssed cleavages. o - | Digest |

& Matched Peptide AAIndex Mono. Mass Aowve. Mass Modifications  Sequenct

2. (EPTRMEN T BARA D E ARSI

R AR 2 GLSDGEWQQV LNVWGKVEAD IAGHGQEVLI RLFTGHPETL
EKFDKFKHLK TEAEMKASED LKKHGTVVLT ALGGILKKKG HHEAELKPLA
QSHATKHKIP IKYLEFISDA IIHVLHSKHP GDFGADAQGA MTKALELFRN
DIAAKYKELG FQG (WZLEHFHD

SCIEX OS % TOF %%l Explorer AR
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3. IEFF BE.

TERE: AR £ 2 PR B
4. EFF BRBRKRD R

TR AR L2 0,

5. Fr k.
BRAF R T A Ik S L IR B A5 BIEAR

K 6-19 H A FH 1815 510 Protein Pane %1%

i

[Protein Pane] E@@
File Edit Show Graph Process BioToolKit Window Help - 8 %
FEe=7 0 QAEEE®
A BQAEEE® -
Protein & Peptides | Vadabls Modfications ‘
Enzyme: [lel'l 'l Mazc. missad cleavages:
AA selection: (Mone)
}1 % Matched Pepide AAIndex Mono. Mass  Ave. Mass Modfications Sequence
o e, BER T -6 masssis [wmeons | |GLSDGEWQ..
I A @ (12 |73 ieoseerer [ies7e | VEADIAGHG.
61 LKEHGTWWLT B T3 32-42 | 127065575 1271.436 LFTGHPETLEK
71 |ALGGILKKKG. ! | ! | | |
a1 HHEAELKPLA W (T4 43-45  408.20088 408 455 FOK
?g" %22—;,’;’5&1 @ :TE :as.ar :293.1?33: masl; :FK
RS W (T6  |48-50 39624850  |3%6490 _ HLK
131 [RTEAEFRIL W 77 [s1-5 70731599 707.801 TEAEMK
| peenas ® T8 |s7-62 ee13m7  (ee7I0 | ASEDLK
" (& 146.10553 146.189 K
@ TI0 |e4-77 1377eM38 137867 | | HGTWVLTAL.
w Th 14610553 146189 K
W T2 |7 e85 |14e189 ' "
@ T3 [80-9 185295440 1854056 | | GHHEAELKP...
W (Tie |97-38 28316844 2833 HK
W (Ts  [99.102 s693642 469625 [ [1PIK
@ TI6  103-118 188401454 1885138 | 'YLEFISDAIIH...
W T |119-133 150166138 1502626 | 'HPGDFGADA..
W TI8  [134.133 74742793 | 747893 ' | ALELFR
W TI9 |140-145 63031369  |630699 ' | NDIAAK
W (T2 |146-147 30916886 | 309.365 | YK
W (T2 [148-153 64830714 649700 [ | ELGFOG
e ——

6. iy ATARE IR .

e SCIEX OS %} TOF %%:i(t] Explorer
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& 6-20 Protein Pane - Variable Modifications i1

[Protein Pane] ]
File Edit Shew Graph Process BioToolKit Window Help - 8 X
@ IAEEE
tusgQAEEE® ~
[ Protein & Pegtides| Vaniable Modifications | ]
Max. number of simultaneous modifications: | 3 - To apply modffications, press Digest on Protein & P ..
' Use Symbal  Mass Shift Type Applies To Name  »
£ [ [1Ac] 42,0106 Amino Acid SkC Acetyl F
M [Ditec] 45 0284 Amino Acid KSTYH Aeetyl: 2H(3)
e [ |IPEO] 4141937 Amino Acid | CK Acetyl-PEO-Biotin
W [Aec] 59.01%4 Amino Acid aT AEC-MAEC
] [Aumd] 4202138 Amino Acid C Amidino
[ [Amin] 15.0108 Amino Acid Y Amino
[ [dim] -17.0265 Amino Acid M Ammaoniz-loss
[ |[Ach] 6346628 Amino Acid | C Archaeol
[ [AGA] -43.0534 Amino Acid R Arg->GluSa
J ’ [ ITirnl =47 218 Lnminn Arid R Lrn-sirn 2
4 m

7. ER BOKFRDBHEE.

TR AZRE PRI 3.

8. ‘A Mg FIh I RIERE, DLETIR BB

SETRY ISR B BoRAE R RME A, AR A BEAS B BR S A W] 128 R BT 348 5 S L 3 I

TR AR E I [1AC] B IEHE.

SCIEX OS % TOF %%l Explorer
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K] 6-21 3L E B UR

[Protein Pane] El@
File Edit Shew Graph Process BioToolKit Window  Help - 8 X
Wi e [ QEEE®
e W RY=1=1=1_ g
Protein & Peptides| Varable Modifications l lﬁ

Max. number of simultaneous modifications: To apply modffications, press Digest on Protein & P ..
ze Symbal Mass Shift Type Applies To Mame -
B8] B |hAd | 42,0108 | Amino Acid | SKC | Acetyl m
C. Cys
V] | K Lys
[#] |5 Ser
Uze Symbol Mass Shift Type Applies To Hame
[ D) 45,0294 Amino Acid KSTYH Aeetyl 2H(Z)
[+ [ [FEQ] 4141937 Amino Acid CK Acetyl-FED-Biotin
] [Aec] 59.01%4 Amino Acid aT AEC-MAEC
- B | 1Amd 420218 Amine Acid | C Amidine .
J P

m

9. iy EEAIK EIR.
10. v Wik,

RIS R B UG RSO B )ik #% .

ST

RUO-IDV-05-15739-ZH-A

SCIEX OS %} TOF %%it] Explorer
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K 6-22 A &G 15 B Protein Pane &%

‘[Protein Pane] E=REcR =
File Edit Show Graph Process BioToolKit Window Help -5 X
e BQAEEE®
~EvRA BAREEES ]
| Froten & Peptes | Varabie Modéications | _‘
Enzyme :Tl'.r'F'-'l "] Max, missed cleavages: [0 =) [ Ohgest |
AA salaction (Norse)
e P — e —
&1 LKKHGTVVLT ALGGILKKKG HHEAELKPLA
81  |QSHATKHKIP IKYLEFISDA IHVLHSKEP MER 16 mesesis 1816004 GLSDG.
ey | R aAaGA MTKMELFRH DIAAKELG. W T 1.6 |1esesosm 1658041 |Acl@be.. |GLSOG.. |
"] T 1-16 | 185891628 1900078 |2{1Ac] GLSNA. |
W (T2 17-31 | 160584747 1606799 |veaDIA
B (T3 32-42 127065575 1271436 LFTGHP.
W T3 3242 | 1NI266632 1313473 |[Ac) LFTGHP
W (Ta  [43.45 40820088 408455 |FoK
B T4 43-45 45021145 450452 | [1Ag) FDM[1Ac)
W (TS 46-47 290173 293366 FK
" | TS 46-47 |33518451 335403 |As) FEI1AC)
W (T6 4850 39624850 396450 |HLK
W |T6  48-50 43825907 438527 |[1Aq) HLKT1Ac]
W (177 (51-% 7nsy 70780 | TEAEMK
W |17 |51-56 | 74932656 749838 |[lAc) TEAEM..
w T 57-62 |B61.32827 | 661.710 ASEDLK
W (T8 57-62 |M333884 |T3TT | [AcIRso.. ASEDLK | .

LCMS Peptide Reconstruct

i3 LCMS ik B AR A A BT U J 0 LA IR B W4T L 5. LCMS JIRE M TR S A MW
MREPIR. B, ARG RIS RE . HIK, 2 TR AR IR R R AT

7 2 51 VAL AR 55 FT R BT AT 4100 (v 1 o

1. Rl ETREPE SRR B,
WEREREA XS TEREST T

2. R SCfRReARIERE, L N IR RTAE HEA KR Sample Data SRk

1% RP_digests.wiff X1, #R)5Hdi #ig.
FTFF IDA FEA SPIHHEF] FF o

SCIEX OS % TOF %%l Explorer
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] 6-23 Open IDA Sample X} ifHE

Open IDA Sample @

How do you want to open this DA sample?

() With the DA Explorer

[] Only show this dialog again if the shift key is down

| ok | [ canca |

4. TR E 1 NFRAE TIC LI, SR #iE.

Wi — N4 K H RP_digests.wiff [1) IDA 453l (F#£74< 1) - Sample001 LI 1A &
TNo NN ANEFRIX NN

/4 6-24 IDA Survey from RP_digests.wiff

[IDA Survey frem RP_digests.wiff (sample 1) - Sampled0l] E]
File Edit Show Graph Process BioToolKit Window  Help - 8 X
BE e A TIAEEE®
GELes-%kdho-laam|lUldl- gREEE® =
— @ |DA Survey from RP_digests wiff (zample 1) - Samplel +
@ 104 Dependent Sum from RF_digests wiff (sample 1) - Sampled —
100% - 24736 . 75508 &
90% | 24318 ) {24,909
20%
—_ 25,152
& 70%
o
o P
E -
= B0
E '
g =7
3 N 13,163
200 -
10% ] 3122 Tﬁ-ﬁ?-ﬂ\t1 .isz
NN 'R— . | -
2 4 6 8 10 12 24 26
Time, min
5. i Bio Tool Kit > LCMS fkE# GEFFRIE) .
LCMS Jik 5 e Tl %15 AEHT I o
e SCIEX OS % TOF %%:f] Explorer
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] 6-25 LCMS ik B M e T T HE

LCMS Peptide Reconstruct Options [2= |
Time Range
Minimum retertion time: 0.00 miir ("] Maximum retention time: 0.00

‘Enhance’ Peak Finding

Approxdmate LC pealc width: SEC Minimurm intensity in counts: 4] counts

[] Perform background subtraction Chemical noise intensity multiplier: 15

Charge Deconvalution

Mass tolerance: 0.100 Maximum charge: 5

oK ] [ Cancel

6. FERMLIN BN THIME:
o AE R/DREIE FBUT B 9.00 EE
o LR BOROREN R RGEHE, SR)EAETECPEA 16.00
o fE T OIEIETE T BUT B 6.0 £
TR 0 8 I ME FH 8 5 8 sk R YT T8] ) D 2
o fE A BRI BN R BN 6 TR
o fE LSRR SR R AL T BT 1.5
o fE FEMmME TBRUP#A 0.100 Da
o fE RKHE FBITHA 5

VERE: A KA1 AP R AU R R E R 0 S PG VAL SR SIS, R ER R
ARIEMFEE AR AR m/z [EHEE .

7. Fal HiE.
AR oR g ORI R X 2 RSN . B R R IR AR R OISR RSl OREEI A, 5
£ ONTE R AN SIS TR i

SCIEX OS %4 TOF #3ilr) Explorer T
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Kl 6-26 H Lg%

File  Edit

Show  Graph

@@ e~ T AEEE @

Process

Bio Tool Kit  Window

Help -8 x

ot ® L

— @ IDA Survey from RP_digests wiff (sample 1) -
@ |04 Dependent Sum from RP_digests wiff (sample 1) - Sampledl

100% -
T w0%-
fari
s 60%-
2=
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